
















 



 

  



 

 



 

 



 

 

 

 

 



 



 



 



 

 

 



 



 

 



 

 



 

 

 



 

 

 



 

 



 

 



 

 

 
 

 



 



 

 



 

 



 

 



 

 



 



 

 

 



 

 



 

 



 

 

 



 

 

 



 

 
 
 

 

 
 



 

 

 

 



 

 

 
 



 

 

 



 

 

 



 

 

 

 



 

 

 

 

 



 

 

 



 

 
 

 

 



 

 

 

 

 



 

 
 

 



 

 



 



 



 



 

 



 



 

 



 



 

 

 



 



 

Protein name (gene name) Function MW 
(kDa) 

p-values 
hs / rn 

MS/MS 
count 

Unique 
peptide 

Seq. 
cov. (%) 

Acc. 
ID 

40S ribosomal protein S2 (RPS2) Translation 31.3 0.231/0.303 8 3 14.3 P15880 
60S ribosomal protein P0 (RPLP0) Translation 34.3 0.921/0.545 24 7 36.6 P05388 
78 kDa ER chaperone (HSPA5) Chaperone 72.3 0.175/0.651 191 24 45.6 P11021 
Alpha cardiac muscle 1 (ACTC1) Actin filament 42.0 0.943/0.313 8 5 53.6 P68032 
Actin, cytoplasmic 2 (ACTG1) Actin filament 41.8 0.783/0.407 253 2 74.4 P63261 
ADP/ATP translocase 3 (SLC25A6) Apoptosis 32.9 0.097/0.010 4 2 19.5 P12236 
Alpha-actinin-4 (ACTN4) Actin filament 104.9 0.577/0.732 57 15 35.8 O43707 
Annexin A2 (ANXA2) Vesicle budding 38.6 0.537/0.112 47 11 35.4 P07355 
Arginase-1 (ARG1) Metabolism 34.8 0.810/0.879 22 6 22 P05089 
ATP-dep. RNA helicase A (DHX9) Transcription 141.0 0.670/0.565 49 21 23.9 Q08211 
ATP-dep. RNA helicase (DDX3X) Immune response 73.2 0.947/0.922 25 9 23.6 O00571 
Barrier-to-autointegration factor (BANF1) Nuclear transport 10.1 0.649/0.305 9 2 40.4 O75531 
Caldesmon (CALD1) Actin binding 93.2 0.955/0.261 8 5 13 Q05682 
Calmodulin-like 5 (CALML5) Ca2+ binding 15.9 0.235/0.623 25 5 38.4 Q9NZT1 
Caprin-1 (CAPRIN1) Translation 78.4 0.114/0.370 11 5 10.7 Q14444 
Carbonyl red. [NADPH] 1 (CBR1) Differentiation 30.4 0.415/0.753 500 19 74 P16152 
Cathepsin D (CTSD) Proteolysis 44.6 0.151/0.020 4 3 11.7 P07339 
Caveolae-associated protein 1 (CAVIN-1) Transcription 43.5 0.507/0.038 5 3 16.7 Q6NZI2 
Core histone macro-H2A.1 (H2AFY) Transcription 39.6 0.129/0.141 10 4 20.9 O75367 
Corneodesmosin (CDSN) Cell adhesion 51.5 0.930/0.845 9 3 8.9 Q15517 
C-terminal-binding protein 2 (CTBP2) Proliferation 48.9 0.335/0.042 7 4 12.4 P56545 
Cystatin-A (CSTA) Cell adhesion 11.0 0.500/0.688 63 6 67.3 P01040 
Dermcidin (DCD) Defense response 11.3 0.371/0.375 87 3 22.7 P81605 
Desmocollin-1 (DSC1) Ca2+ binding 100.0 0.405/0.725 44 5 8.3 Q08554 
Desmoglein-1 (DSG1) Cell adhesion 113.7 0.167/0.136 139 17 25.8 Q02413 
Desmoplakin (DSP) Cell adhesion 331.8 0.258/0.293 147 34 14.7 P15924 
Drebrin (DBN1) Actin binding 71.4 0.693/0.976 22 10 31.3 Q16643 
Electron transfer flavoprotein subunit alpha, 
mitochondrial (ETFA) 

Oxidoreductase 
activity 35.1 0.477/0.220 35 1 6.7 P13804 

Elongation factor 1-beta (EEF1B2) Translation 24.8 0.590/0.119 11 3 20.4 P24534 
Enhance of mRNA-decapping protein 4 
(EDC4) 

mRNA 
degradation 151.7 0.000/0.923 47 14 17.2 Q6P2E9 

Epiplakin (EPPK1) Interm. filament 555.7 0.996/0.877 81 30 32.7 P58107 
Fibronectin (FN1) Matrix protein 262.6 0.644/0.514 19 8 7.6 P02751 
Filamin-A (FLNA) Actin binding 262.6 0.737/0.210 167 46 30.2 P21333 
General transcription factor II-I (GTF2I) Transcription 112.4 0.274/0.491 27 7 14 P78347 
Glyceraldehyde-3-phosphate 
dehydrogenase (GAPDH) Metabolism 36.1 0.644/0.315 14 4 20.5 P04406 

Heat shock 70 kDa protein 1B (HSPA1B) Chaperone 70.1 0.757/0.685 169 8 49.3 P0DMV9 
Heat shock 71 kDa protein (HSPA8) Chaperone 70.9 0.911/0.943 352 25 62.7 P11142 
Heterogen. nuclear RNP A1 (HNRNPA1) mRNA transport 38.7 0.245/0.053 15 6 33.3 P09651 
Histone H1.2 (HIST1H1C) Transcription 21.4 0.473/0.945 29 2 27.2 P16403 
Importin subunit beta-1 (KPNB1) Mitosis 97.2 0.626/0.413 22 4 6.3 Q14974 



 
Interleukin enhancer-binding factor 2 (ILF2) Transcription 43.1 0.893/0.952 11 4 17.4 Q12905 
Junction plakoglobin (JUP) Cell adhesion 81.7 0.382/0.090 122 16 29.9 P14923 
Lamin-B1 (LMNB1) Nuclear lamina 66.4 0.276/0.164 21 10 30.5 P20700 
LIM domain/actin-binding protein 1 (LIMA1) Actin binding 85.2 0.435/0.379 25 8 27.6 Q9UHB6 
Matrin-3 (MATR3) Immune response 94.6 0.344/0.945 35 10 19 P43243 
Methylosome subunit pICln (CLNS1A) RNA splicing 26.2 0.191/0.608 59 3 27.8 P54105 
Myb-binding protein 1A (MYBBP1A) Transcription 148.9 0.337/0.271 22 11 11.4 Q9BQG0 
Myosin-9 (MYH9) Motor activity 226.5 0.549/0.862 44 14 12.2 P35579 
Neuroblast differentiation-associated protein 
AHNAK (AHNAK) RNA splicing 692.1 0.475/0.272 43 29 13.7 Q09666 

Nuclear mitotic app. protein 1 (NUMA1) Meiotic cell cycle 238.3 0.349/0.099 51 24 17.3 Q14980 
Nucleolar protein 56 (NOP56) rRNA processing 66.1 0.275/0.091 15 7 19.4 O00567 
Nucleolar RNA helicase 2 (DDX21) Transcription 87.3 0.615/0.609 44 14 27.5 Q9NR30 
Nucleolin (NCL) Translation 76.6 0.446/0.504 13 7 15.2 P19338 
Nucleophosmin (NPM1) Transcription 32.6 0.210/0.602 73 10 44.9 P06748 
Peroxiredoxin-1 (PRDX1) Proliferation 22.1 0.928/0.406 28 4 33.2 Q06830 
Plectin (PLEC) Actin binding 531.8 0.584/0.373 508 2 43.8 Q15149 
Polypyrimidine tract-bind. protein 1 (PTBP1) mRNA processing 57.2 0.463/0.171 15 5 17.7 P26599 
Prelamin-A/C (LMNA) Nuclear lamina 74.1 0.485/0.241 86 25 47.3 P02545 
Probable 28S rRNA (cytosine(4447)-C(5))-
methyltransferase (NOP2) 

Ribosomal large 
subunit assembly 89.3 0.047/0.222 8 6 12.1 P46087 

ATP-dependent RNA helicase (DDX5) Transcription 69.1 0.149/0.136 23 5 21.2 P17844 
Prolactin-inducible protein (PIP) Host defense 16.6 0.877/0.568 26 5 49.3 P12273 
Protein S100-A7 (S100A7) Immune response 11.5 0.536/0.469 12 2 22.8 P31151 
Protein-glutamine γ-glutamyltransferase E 
(TGM3) 

Ca2+ binding 76.6 0.301/0.196 18 4 10.1 Q08188 

Elongation factor 1-α-like 3 (EEF1A1P5) Translation 50.2 0.316/0.903 23 4 16.2 Q5VTE0 
RuvB-like 2 (RUVBL2) DNA repair 51.2 0.367/0.165 3 3 8.6 Q9Y230 
SAFB-like transcription modulator (SLTM) Apoptosis 117.2 0.183/0.286 8 3 3.1 Q9NWH9 
Scaffold attachment factor B1 (SAFB) Transcription 102.6 0.063/0.444 11 3 10 Q15424 
Small proline-rich protein 2A (SPRR2A) Keratinocyte diff. 8.0 0.126/0.623 3 2 43.1 P35326 
Splicing factor 3A subunit 1 (SF3A1) mRNA processing 88.9 0.549/0.884 4 4 10.1 Q15459 
Stress-70 protein, mitochondrial (HSPA9) Differentiation 73.7 0.389/0.907 108 19 39.3 P38646 
SWI/SNF-related matrix-ass. actin-dep. 
regulator of chromatin A5 (SMARCA5) Transcription 121.9 0.126/0.001 5 3 7.3 O60264 

Tubulin alpha-1C chain (TUBA1C) Microtubules 49.9 0.974/0.136 23 5 16.9 Q9BQE3 
Tyrosine-protein kinase (BAZ1B) Transcription 170.9 0.737/0.558 7 6 5.9 Q9UIG0 
Ubiquitin-60S ribo. protein L40 (UBA52) Translation 14.7 0.336/0.810 62 5 38.3 P62987 
Vimentin (VIM) Cytoskeleton 53.7 0.935/0.379 379 45 78.1 P08670 
Zinc-alpha-2-glycoprotein (AZGP1) Cell adhesion 34.3 0.589/0.633 17 4 18.5 P25311 
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